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	NAME

Shavlik, Jude W.

	POSITION TITLE

Professor


	EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training).

	INSTITUTION AND LOCATION
	DEGREE

(if applicable)
	YEAR(s)
	FIELD OF STUDY

	MIT 

MIT

Yale University

University of Illinois, Urbana-Champaign
	B.S.

B.S. 

M.S.

Ph.D.
	1979

1979

1980

1988
	Electrical Engineering

Life Sciences

Biophysics & Biochemistry

Computer Sciences

	RESEARCH AND PROFESSIONAL EXPERIENCE:  Concluding with present position, list, in chronological order, previous employment, experience, and honors.  Include present membership on any Federal Government public advisory committee.  List, in chronological order, the titles, all authors, and complete references to all publications during the past three years and to representative earlier publications pertinent to this application.  If the list of publications in the last three years exceeds two pages, select the most pertinent publications.  DO NOT EXCEED TWO PAGES.


Positions

1980-1982   Member of Technical Staff, MITRE Corporation, Bedford, MA and Pasadena, CA (also summer of 1983)

1982-1985
  Teaching and Research Assistant, Physics and Computer Sciences Departments, University of Illinois

1988-1994   Assistant Professor, Computer Sciences Department, University of Wisconsin – Madison

1994-1998   Associate Professor, Computer Sciences Department, University of Wisconsin – Madison

1996-1997   Visiting Associate Professor, Institute for Advanced Computer Studies and Computer Sciences Department, University of Maryland - College Park; also half-time visitor at National Library of Medicine, Bethesda, MD 

1998-
     Professor of Computer Sciences and of Biostatistics & Medical Informatics (since 1999), and member of the Genome Center (since 2000) and Comprehensive Cancer Center (since 1999), University of Wisconsin - Madison

Honors and Service

General Electric Foundation Teaching Incentive Award (1986); Univ. of Illinois Cognitive Science/Artificial Intelligence Fellow (1985-1987); Vilas Associate, University of Wisconsin (1999-); Senior Member of IEEE (1999-)

Invited speaker at 9th Intl. Conf. on Machine Learning (one of three invited speakers), 4th Congress of the Italian Association for Artificial Intelligence  (one of two), 5th Brazilian Symposium on Neural Networks (one of five), 7th Int. Conf. on Neural Information Processing (one of four), as well as various colloquia nation-wide

Editor-in-chief of AI Magazine (1996-1999); editorial board member for Machine Learning (1994-; `action’ editor, 1994-96, 2000-), Cognitive Science (2001-), J. of Machine Learning Research (2001-), J. of Artificial Intelligence Research (1994-1997), J. of Data Mining and Knowledge Discovery (1996-), J. of Cognitive Systems Research (1998-), Applied Intelligence  (1997-1998), Intl. J. on Artificial Intelligence Tools (1992-), Intl. J. of Computational Intelligence and Organizations (1996-), Intl. J. on Computational Intelligence and Applications (1999-2003); co-editor of special issue of Machine Learning on "Machine Learning and Molecular Biology" (1995)

Conf. chair of IEEE Intl. Conf. on Data Mining (2003), Co-chair of 1st Intl. Conf. on Knowledge Capture (2000), Co-chair of 1st Intl. Conf. on Intelligent Systems for Molecular Biology (1993), chair of 15th Intl. Conf. on Machine Learning (1998), co-organizer of NSF-NIH invited workshop on "Creating an Infrastructure for Intelligent Systems in Molecular Biology" (1991), co-organizer of NIPS workshop on “Computational Approaches to Biological Sequence Analysis: Neural Net versus Traditional Perspectives" (1992); member of DOE site review team for Lawrence Berkeley Laboratory Genome Center (1992); member of NIH Genome Research Review Committee (June and December 1993); ad hoc member of National Institute of Environmental Health Sciences Board of Scientific Counselors (1994); member of site review team for NSF Biological Research Training Grants program (1996); member of NIH site review team for Computational Biology Resource proposal (1999); member of steering committee for the Intl. Conf. on Intelligent Systems for Molecular Biology (1995-98); member of the Board of Directors of the Intl. Society for Computational Biology (1997-98); NLM BLRC Study Section (2000-2003), member of National Research Council Review of NASA (2002), co-director of UW-Madison NLM-funded training program in computational biology (2002-).

Sample Publications (related to bioinformatics)

M. Noordewier, G. Towell & J. Shavlik (1991).  Training knowledge-based neural networks to recognize genes in DNA sequences. In Advances in Neural Information Processing Systems, pp. 530-536, Morgan Kaufmann Publishers.

J. Shavlik (1991).  Finding genes by case-based reasoning in the presence of noisy case boundaries, Proc. DARPA Cased-Based Reasoning Workshop, pp. 327-338, Washington, DC.
R. Maclin & J. Shavlik (1993). Using knowledge-based neural networks to improve algorithms: Refining the Chou-Fasman algorithm for protein folding. Machine Learning 11:195-215.

M. Craven and J. Shavlik (1993). Learning to predict reading frames in E. coli DNA sequences, Proc. 26th Hawaii Intl. Conf. on Systems Science (Biocomputing Track), pp. 773-782, Maui, Hawaii.

K.  Cherkauer & J. Shavlik (1993).  Protein structure prediction: Selecting salient features from large candidate pools. Proc. 1st Intl. Conf. on Intelligent Systems for Molecular Biology, pp. 74-82, Bethesda, MD.

M. Craven and J. Shavlik (1994). Machine learning approaches to gene recognition, IEEE Expert 9:2-10.
J. Shavlik (1994). Finding frame-shift errors in anonymous DNA. In Automated DNA Sequencing and Analysis, M. Adams, C. Fields, J. C. Venter (eds.), pp. 280-288, Academic Press.

M. Craven and J. Shavlik (1994). Learning to represent codons: A challenge problem for constructive induction, Proc. Intl. Conf. on Artificial Intelligence, pp. 1319-1324, Chambery, France.

G. Towell & J. Shavlik (1994).  Knowledge-based neural networks. Artificial Intelligence 70:119-165.

C. Allex, S. Baldwin, F. Blattner, and J. Shavlik (1996).  Improving the quality of automatic DNA sequence assembly using fluorescent trace-data classifications, Proc. of 4th Intl. Conf. on Intelligent Systems for Molecular Biology, pp. 3-14, St. Louis.

M. Craven & J. Shavlik (1997). Using neural networks for data mining, Future Generation Computer Systems 13:211-229.

M. Craven & J. Shavlik (1997).  Understanding time-series networks: A case study in rule extraction. Intl. J.  of Neural Systems, 8.
C. Allex, S. Baldwin, F. Blattner, and J. Shavlik (1997), Increasing consensus accuracy in DNA fragment assemblies by incorporating fluorescent trace representations, Proc. of 5th Intl. Conf. on Intelligent Systems for Molecular Biology, pp. 3-14, Montreal.

C. Allex, J. Shavlik, & F. Blattner (1999). Neural network input representations that produce accurate consensus sequences from DNA fragment assemblies.  Bioinformatics 15(9): 723-728.

M. Craven, D. Page, J. Shavlik, J. Bockhorst, & J. Glasner (2000). Using multiple levels of learning and diverse evidence sources to uncover coordinately controlled genes.  Proc. of the 17th Intl. Conf. on Machine Learning, Stanford, CA. 

M. Craven, D. Page, J. Shavlik, J. Bockhorst, & J. Glasner (2000). A probabilistic learning approach to whole-genome operon prediction. Proc. of 8th Intl. Conf. on Intelligent Systems for Molecular Biology, San Diego. 

T. Eliassi-Rad & J. Shavlik (2001).   A theory-refinement approach to information extraction. Proc. 18th Intl Conf. on Machine  Learning.

C. Allex (Cassel), J, Shavlik, & F. Blattner (2001).  DNA fragment assembly in linear time.  RECOMB Satellite Meeting on DNA Sequence Assembly

T. Eliassi-Rad & J.W. Shavlik (2002). A system for building intelligent agents that learn to retrieve and extract information. International Journal on User Modeling  and User-Adapted Interaction (Special Issue on User Modeling and Intelligent Agents).

M. Molla, P. Andrae, J, Glasner, F. Blattner & J. Shavlik (2002).  Interpreting microarray expression data using text annotating the genes. Information Sciences 146:75-88.

J. Tobler, M. Molla, E. Nuwaysir, R. Green & J. Shavlik (2002).  Evaluating machine learning approaches for aiding probe selection for gene-expression arrays.  Proc. 10th Intl. Conf. on Intelligent Systems for Molecular Biology, Edmonton, Canada. Papers published as a special issue of the journal Bioinformatics.
J. Bockhorst , M. Craven, D. Page, J. Shavlik, & J. Glasner (in press).  A Bayesian network approach to operon prediction, Bioinformatics.
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